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hILlRI genomic DNA: 

coding exon 2 intron coding exon 3 

5' -TTACTATTGCGTGGTAAGgtaagagagg attttattttagAAATTCATCTTACTGCC-3' 

3' -AATGATAACGCACCATTCctttctctcc taaaataaaat cTTTAAGTAGAATGACGG-5' 

(SEQ ID NO: 381) 



hILlRI primary RNA: 

5 ' OUACUAUUGCGUGGUAAGguaagagagg auuuuauuuuagAAAXKJCAUCUUACUGCC 

(SEQ ID NO: 382) ' — 



5 ' UUACUAUUGCGUGGUAAG-aSaUUCAUCUUACXJGCC hILlRI mature mRNA (SEQ ID NO: 383) 
3' -ACGCACCATTC-TTTAAGTAGAA-5 f hybridised antisense 

oligonucleotide (SEQ ID NO: 384) 



Figure 4 
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